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X-ray crystal structural analysis of Human poly-ADP-ribose glycohydrolase
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X-Ray source PF-AR NW-12A
Wavelength 1.0000 A
Space group C222/C222,
Unit cell parameters | A=38.0,b=65.7,c=139.2,
a=B=y=90.0
Max. resolution 3.1
Multiplicity 57039
<l/oI> 31.1(6.6)
R-merge 0.09 (0.38)

* tsuge@cc .kyoto-su.ac.jp



