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Crystallographic analysis of HIV reverse transcriptase in complex with DNA aptamer
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Data collection BL-17A
Detector Pilatus 3S 6M
Wavelength (A) 0.9800
Resolution (A) 50-2.60
(2.75-2.60)
Unit-cell
a, b, c(A) 284,284,96
a, B,y (°) 90, 90, 120
Space group H3
Rueas 0.084 (0.758)
CC1/2 99.8 (75.8)
Completeness (%) 100.0 (99.8)
Redundancy 52(5.0)
Mean //c (I) 16.9 (2.5)
Refinement
Ryork In progress
Riree In progress
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P66 (catalytic subunit)
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