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Crystal structure analysis of the LTTR-DNA complex
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1: Crystals of CbonR_DBD-RBS complex
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ZPE L7z (Koentjoro et al., 2018)

7 1: Crystallographic summary

Data collection

X-ray source PF

Beamline BL-17A
Wavelength (A) 1.9000
Temperature (K) 95

Space group C2

Unit-cell parameters (A, °) a=187.6, b=28.8, ¢c=73.7, p=110.5
Resolution (A) 87.88-3.05 (3.21-3.05)
Observations 45,554 (6,594)
Unique reflections 13,559 (1,914)
Completeness (%) 98.20 (96.40)
Redundancy 3.3(3.4)
Average I/ o(1) 6.6 (3.2)
Rmerge (%) 0.145 (0.253)
Mosaicity (°) 0.2

B-factor (A% 36.1
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