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Crystal structure analysis of SARS-CoV-2 3CL protease complexed with inhibitors
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1: Crystals of the 3CL protease—YH-53 complex
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2: Simulated Annealing (SA) omit maps of Cys145,
YH-53 and SH-5 (3sigma)
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3: Superposition of Apo, YH-53 and SH-5 complexes
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