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Interaction between NAG2 and lysozyme complexes under neutral pH conditions
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pH4.5 | pD4.5 | pH7.0 | pD7.0
Resolution(A) | 1.48 1.39 1.82 1.41
Water 60 123 94 95
R-work 0.299 | 0.232 | 0.192 | 0.223
R-free 0315 | 0269 | 0.240 | 0.234
Bonds 0.004 | 0.008 | 0.012 | 0.005
Angles 0.92 1.11 1.31 0.87
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