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Crystal structure analysis of CagA derived from Helicobacter pylori
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# 1: Crystallographic summary

Data collection

Crystal form CagA(1-876) CagA(261-829)

X-ray source PF-AR PF-AR
Beamline NE3A NE3A
Osc. angle (°) 0.2 04
Exposure time (s) 1 2
Wavelength (A) 0.97900 0.98057
Temperature (K) 95 95
Space group P42,2 P3,21
a=97 .31, a=95.67,
b=97.31, b=95.67,
Unit-cell c=244.76, c=167.92,
parameters A,°)  a=90, a=90,
£=90, £=90,
=90 y=120
. 90.42-3.30 74.3-3.19
Resolution (A) (358-330)  (3.37-3.19)
Observations 235,084 161,399
Unique 18,403 15,043
reflections
(C(;;;“plete“ess 99.5(1000) 993 (100.0)
Redundancy 7.6 (7.7) 10.5(11.0)
Average I/ o(I) 252 (44) 33.4(6.0)
Rmerge (%) 0.054 (0.505) 0.059 (0.468)
Mosaicity (°) 0.2 0.2
B-factor (A% 102.9 80.7
Crystallographic refinement
Resolution 90.42-3.30 74.3-3.19
(3.58-3.30) (3.41-3.19)
0.191/0.248 0.222/0.279
Rwork/Riree (0.224/0.282)  (0.248/0.304)
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