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I(q) [arb. unit]

Wide-angle X-ray scattering curve
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I(q) [arb. unit]

Wide-angle X-ray scattering curve

depending on PVP concentration 0%~25% w/v

for [G,,,)/[cholesterol]/[DOPC] =0.1/0.1/1.0 ternary mixture
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depending on PVP concentration (0%~25% w/v)

Wide-angle X-ray scattering curve
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lipid composition
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In"I(a)

Guinier plot

for [G,,,]/[cholesterol]/[DOPC] =0.1/0.1/1.0 ternary mixture
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Distance distribution function: P(r)
for [G,,,)/[cholesterol]/[DOPC] =0.1/0.1/1.0 ternary mixture
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Model-fitting: PVP=0 % w/v
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Fig.10
Model-fitting: PVP=25 % wl/v
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Fig.11

Model-fitting: PVP=
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Fig.12
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