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Molecular resolution imaging method by electron microscopy
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<Synopsis>

The recent advances in electron microscopy imaging technique have made it possible to visualize
conformational change in protein as well as macromolecular complexes. In particular, the development
of a computer control system for an electron microscope and preparation techniques of specimen
brings electron tomography (ET) once again to the fore. ET has a big amount of potential to visualize

macromolecules in cells or tissues at molecular resolution.
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