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Bovine β-lactoglobulin forms α-helix-rich intermediate in the early stage of its 

folding pathway
1)

. To investigate structures of the intermediates, we have done 

cryo-stopped-flow monitored by X-ray solution scattering method. Radius of 

gyration of the intermediate is 23Å, larger than that of the native state (19Å). 

Molecular structure was calculated from the X-ray solution scattering profile by 

GASBOR program
2)

. Two domain structure was obtained from the calculation. 
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