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Structural features of hNck2 SH3 domain
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We have done small angle X-ray scattering (SAXS) experiments of hNck2 SH3
domain at Bio-SAXS at the Stanford Synchrotron Radiation Lightsource (SSRL).
We investigated protein concentration dependence and pH changes. The results
indicated that when the protein concentration is very low, the protein is
monomer. In contrast, when the protein concentration is higher, the protein
forms dimer. It is known that hNck2 SH3 domain takes equilibrium o-helix-rich
intermediate at acidic pH. In the present study, it is suggested that the protein
takes monomer at acidic pH, and the protein changes from monomer to mixture
of monomer and dimer with the increase of pH. We will report and discuss the
structural features of hNck2 SH3 domain at the poster.



