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Figure 1 Structure of the CIA-histone-H3-H4 complex. (a) Front
view and (b) back view. CIA, histones H3, and H4 are shown
in red, blue, green, respectively. Interactions (¢) between
CIA and histone H3, and (d) between CIA and histone
H4. CIA and histones are shown in a surface and a ribbon
representation, respectively. Histone-interacting regions are
colored in red. The figures 1a, 2, 3, 4 and 5 were reproduced
with modifications from the original article [18].
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Figure 2 Stoichiometry determination of the CIA-histone-H3-H4
complex. Chromatograms of histone (H3-H4), tetramer, CIA,
and the CIA-histone-H3-H4 complex are shown in blue, red
and green, respectively. The solid line is the output of the
light scattering photometer (LS). The dashed line is that of
the differential refractometer (RI). From the ratio of LS to RI
at the peak top, the molecular weights of histone (H3-H4),
tetramer, CIA and the CIA-histone-H3-H4 complex were
estimated as 53,910 + 1,050 Da (theoretical value = 53,012
Da), 20,170 + 30 Da (theoretical value = 19,812 Da) and
47,940 = 70 Da (theoretical value = 46,318 Da), respectively.
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Figure 3 Mutually exclusive interaction of histone H3—H4 dimer with
another histone H3—H4 dimer and CIA. (a) The histone H3—
H3 interaction in the nucleosome core. (b) CIA-histone-H3
interaction in the CIA-histone-H3-H4 complex.
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Figure 4 Large conformational change of the carboxy-terminal
B-strand of histone H4. (a) The C-terminal B-strand of
histone H4 (green) forms a parallel B-sheet with a B-strand
of histone H2A (orange) in the nucleosome core [2]. (b)
The C-terminal B-strand of histone H4 undergoes a large
conformational change on the anti-parallel -sheet formation
with the B-strand of CIA (red).
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Figure 5 Chemical modifications of histones H3 and H4 do not inhibit
the CIA-histone-H3-H4 complex formation. Possible
chemical modification residues of hsitones H3 and H4 in the
CIA-histone-H3-H4 complex are shown in the stick model
(pink).

' parental histone H3-H4 dimer

‘ newly synthesized histone H3-H4 dimer

Figure 6 Nucleosome semi-conservative replication model. During
DNA replication, the parental (H3—-H4), tetramer is split
into two H3-H4 dimers and each daughter nucleosome is
assembled with one parental H3—H4 dimer and one newly
synthesized H3—H4 dimer. If this model is correct, it provides
a possible solution to the problem of epigenetic inheritance.
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